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agctttgggc 
ccaccaggag 
gcaagtgttg 
ttattcttta 



ccagtcttcc 
ctgtatacca 
ggctgctcca 
ctgctccagg 
tcctggaacg 
ggacccaatt 
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ctggtataaa cctcacagaa ataccagata 
gcatctcttt ttacgataac aggcttatca 
taaatctcaa atttttggat ctaaataaaa 
ttagcaatat gctacactta aaagagttgg 
tcgatagtct tgctgtggat aacctgccag 
ctagattgtc ttacattcac cccaatgcat 
tgctgaacag caatgctctc agtgccctgt 
tcaaggaaat cagcatacac agtaacccca 
acatgaacaa aaccaacatt cgattcatgg 
ctgaattcca aggtcagaat gttcggcaag 
tccctcttat agctcctgag agctttcctt 
tttcctttca ctgtagagct actgcagaac 
ctggtcaaaa actcttgcct aataccctga 
cactagatat aaatggcgta actcccaaag 
acctagttgg cgctgacttg aagtctgtta 
ataacaatgg ctctttgaat attaaaataa 
cctggaaagc aagttctaaa attctcaaat 
ctgaaaattc tcatgctgcg caaagtgctc 
ttactcatct gaatccatca actgagtata 
agaaaaacag aaaaaaatgt gtaaatgtca 
agtatgaaaa gaataatacc acaacactta 
ttggtgtgat atgtcttatc agctgcctct 
gctatgtgag gaattactta cagaaaccaa 
tgataaatct ctgggaagca ggaaaagaaa 
ttataggttt accaacaaat atgtcctaaa 
acaaaaaaaa aaaaagcgaa agactgcagt 
aaaaaaaaaa 



acgccttggt tggactggaa aacttagaaa 7 80 
aagtacccca tgttgctctt caaaaagttg 840 
atcctattaa tagaatacga aggggtgatt 900 
ggataaataa tatgcctgag ctgatttcca 960 
atttaagaaa aatagaagct actaacaacc 1020 
ttttcagact ccccaagctg gaatcactca 1080 
accatggtac cattgagtct ctgccaaacc 1140 
tcaggtgtga ctgtgtcatc cgttggatga 1200 
agccagattc actgttttgc gtggacccac 1260 
tgcatttcag ggacatgatg gaaatttgtc 1320 
ctaatctaaa tgtagaagct gggagctatg 13 80 
cacagcctga aatctactgg ataacacctt 1440 
cagacaagtt ctatgtccat tctgagggaa 1500 
aagggggttt atatacttgt atagcaacta 1560 
tgatcaaagt ggatggatct tttccacaag 162 0 
gagatattca ggccaattca gttttggtgt 1680 
ctagtgttaa atggacagcc tttgtcaaga 1740 
gaataccatc tgatgtcaag gtatataatc 1800 
aaatttgtat tgatattccc accatctatc 1860 
ccaccaaagg tttgcaccct gatcaaaaag 1920 
tggcctgtct tggaggcctt ctggggatta 1980 
ctccagaaat gaactgtgat ggtggacaca 2040 
cctttgcatt aggtgagctt tatcctcctc 2100 
aaagtacatc actgaaagta aaagcaactg 2160 
aaccaccaag gaaacctact ccaaaaatga 2220 
tgtgctaaaa acaaaacaaa acaaacaaac 2280 
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Ser 


Lys 


Asp 


He 
225 


Ala 


Leu 


His 


Leu 


Asn 

230 


Pro 


Arg 


Leu 


Asn 


He 
235 


Lys 


Ala 


Phe 


Val 


Arg 

240 


Asn 


Ser 


Phe 


Leu 


Gin 
245 


Glu 


Ser 


Trp 


Gly 


Glu 
250 


Glu 


Glu 


Arg 


Asn 


He 
255 


Thr 


Ser 


Phe 


Pro 


Phe 
260 


Ser 


Pro 


Gly 


Met 


Tyr 
265 


Phe 


Glu 


Met 


He 


He 
270 


Tyr 


Cys 


Asp 


Val 


Arg 
275 


Glu 


Phe 


Lys 


Val 


Ala 
280 


Val 


Asn 


Gly 


Val 


His 
285 


Ser 


Leu 


Glu 


Tyr 


Lys 

290 


His 


Arg 


Phe 


Lys 


Glu 
295 


Leu 


Ser 


Ser 


He 


Asp 
300 


Thr 


Leu 


Glu 


He 


Asn 
305 


Gly 


Asp 


He 


His 


Leu 
310 


Leu 


Glu 


Val 


Arg 


Ser 
315 



Trp 



6 



